Key indicators: single-crystal synchrotron study; T = 100 K; mean (C-C) = 0.002 Å; disorder in solvent or counterion; R factor = 0.045; wR factor = 0.135; data-toparameter ratio = 38.2.
The crystal structure of the title compound, C 90 H 100 N 6 O 24 S 2 Á-C 4 H 8 O 2 Á0.25C 6 H 14 , solved and refined against synchrotron diffraction data, contains two formula units in the asymmetric unit with the all-trans n-hexane molecule having halfoccupancy and one of the ethyl acetate molecules disordered over two positions. The two symmetry-independent disulfide molecules are assembled by approximate face-to-face and face-to-edge interactions between their 4-nitrobenzoyloxy groups into an intertwined dimer having a double-helix-type structure. The centrally placed disulfide bridges in the two symmetry-independent molecules exhibit different helicity as shown by the C-S-S-C torsion angles of 71.0 (1) and À92.5 (1) .
Related literature
For background to the chemistry of bile acids and their application in asymmetric synthesis, chiral discrimination and recognition, see: Bortolini et al. (2010) ; Davis (2007) ; Mukhopadhyay & Maitra (2004) ; Wilson (2007) ; Virtanen & Kolehmainen (2004) . For the synthesis of dimeric and oligomeric steroids and their use in supramolecular chemistry, see: Li & Dias (1997) ; McKenna et al. (1977) . For properties of natural and synthetic disulfides, see: Fluharty (1974) ; Wouters et al. (2010) ; Houmam (2008); Szilá gyi et al. (2001) ; Lees & Whitesides (1993) ; Mu et al. (2004) . For the preparation of bis (3,7,12-trihydroxy-5-cholan-24-yl) disulfide, see: Łotowski & Kulesza (2010) .
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Refinement
The n-hexane and one of total two ethyl acetate solvent molecules are disordered. For n-hexane molecule, the occupancy is fixed at 0.5 with isotropic atomic displacement parameters for all atoms. The disordered ethyl acetate molecule is modeled in two alternative conformations which refined isotropically to occupancies of 0.58:0.42. Distance and angle restraints were only applied to the disordered parts of the solvent molecules. The final difference minimum and maximum (-0.81 and 1.78 e Å -3 ) indicate an imperfect modeling of the solvent area region. All hydrogen atoms were constrained to idealized positions with C-H distances fixed at 0.95-1.00 Å and U iso (H) = 1.5U eq (C) for methyl hydrogen atoms and 1.2U eq (C) for others.
Figures Fig. 1 . The molecular structure of the title compound. For clarity, only a half of the molecule is shown and hydrogen atoms are omitted. Atoms in the second part of the molecule are marked with a suffix "b" and those in the other independent molecule by suffixes "c" and "d". Displacement ellipsoids are drawn at the 50% probability level. Fig. 2 . Stereoview representation of a tight dimer present in the asymmetric unit. The green part corresponds to the molecule with atoms marked with a suffix "a" and "b" and the black one with "c" and "d", respectively. Displacement ellipsoids are drawn at the 50% probability level. supplementary materials sup-4
Special details
Experimental. The crystal was mounted with vaseline on a pin attached capillary. Upon mounting, the crystal was quenched to 100 K in a nitrogen-gas stream supplied by an Oxford Cryo-Jet. Diffraction data were measured at the station 24-ID-C of the APS synchrotron by rotation method.
Geometry. All esds are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry.
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